Figure 1A 

Nucleic acid (SEQ ID NO: 10) and protein (SEQ ID NO: 11) sequence of A Chy DNA polymerase 

1 ATGGAAAAGCTTGCCGAACACGAAAATTTAGCAAAAATATCGAAACAATTAGCTACAATC 

1 MEKLAEHENLAKISKQLATI 

6 1 CTGCGGGAAATACCGTTAGAAATCTCCCTGGAAGATTTAAAAGTTAAAGAACCTAATTAT 
21 LREIPLEISLEDLKVKEPNY 

121 GAAGAAGTTGCTAAATTATTTCTTCACCTTGAGTTTAAAAGCTTTTTAAAAGAAATAGAA 
41 EEVAKLFLHLEFKSFLKEIE 

181 CCAAAAATAAAGAAAGAATACCAGGAAGGTAAAGATTTGGTGCAAGTTGAAACTGTAGAA 
61 PKIKKEYQEGKDLVQVETVE 

241 ACGGAAGGACAGATTGCAGTAGTTTTTAGTGATGGATTTTATGTTGATGACGGGGAAAAA 

81 TEGQIAVVFSDGFYVDDGEK 

3 01 ACAAAGTTTTACTCTTTAGACCGGCTGAATGAAATAGAGGAAATATTTAGGAATAAAAAA 
101 TKFYSLDRLNEIEEIFRNKK 

361 ATT ATT AC CG ACG ATG C C AAAGGAATTTATC ATGT CTGTTT AG AAAAAGG TCTG AC TTTT 
121 IITDDAKG I YHVCLEKGL T F 

4 21 CCCGAAGTTTGTTTTGATGCGCGGATTGCAGCTTATGTTTTAAACCCGGCCGACCAAAAT 
141 PEVCFDAR I A A YVLNPADQN 

4 81 CCCGGCCTCAAGGGGCTTTATCTAAAGTATGACTTACCGGTGTATGAAGATGTATCTTTA 
161 PGLKGLYLKYDLPVYEDVSL 

541 AACATTAGAGGGTTGTTTTATTTAAAAAAAGAAATGATGAGAAAAATCTTTGAGCAGGAG 
181 NIRGLFYLKKEMMRKIFEQE 

601 CAAGAAAGGTTATTTTATGAAATAGAACTTCCTTTAACTCCAGTTCTTGCTCAAATGGAG 
201 QERLFYEIELPLTPVLAQME 

661 CATACCGGCATTCAGGTTGACCGGGAAGCTTTAAAAGAGATGTCGTTAGAGCTGGGAGAG 
221 HTGIQVDREALKEMSLELGE 



Figure IB 



721 CAAATTGAAGAGTTAATCCGGGAAATTTATGTGCTGGCGGGGGAAGAGTTTAACTTAAAC 

241 QIEELIREI YVLAGEEFNLN 

781 TCGCCCAGGCAGCTGGGAGTTATTCTTTTTGAAAAACTTGGGCTGCCGGTAATTAAAAAG 

261 SPRQLGVILFEKLGLPVIKK 



a 



ni 



Ul 



841 ACCAAAACGGGCTACTCTACCGATGCGGAGGTTTTGGAAGAGCTCTTGCCTTTCCACGAA 
281 TKTGYSTDAEVLEELLPFHE 



Sj 901 ATTATCGGCAAAATATTGAATTACCGGCAGCTTATGAAGTTAAAATCCACTTATACTGAC 



301 JJGKJIii\ri r i?0I,MXI,K5TyrD 

961 GGCTTAATGCCTTTAATAAATGAGCGTACCGGTAAACTTCACACTACTTTTAACCAGACC 
321 GLMPLINER TGKLHTTFNQT 



m 

VA 1021 GGTACTTTAACCGGACGCCTGGCGTCTTCGGAGCCCAATCTCCAAAATATTCCCATCCGG 



341 GTLTGRLASSEPNLQNIPIR 

1081 TTGGAACTCGGTCGGAAATTACGCAAGATGTTTATACCTTCACCGGGGTATGATTATATT 
361 LELGRKLRKMFIPSPGYDYI 



1141 GTTTCGGCGGATTATTCCCAGATTGAATTAAGGCTTCTTGCCCATTTTTCCGAAGAGCCC 

381 VSADYSQIELRLLAHFSEEP 

12 01 AAGCTTATTGAAGCTTACCAAAAAGGGGAGGATATTCACCGGAAAACGGCCTCCGAGGTG 

401 K L I E A YQKGEDIHRKTASEV 

1261 TTCGGTGTATCTTTGGAAG AAGTT ACT C C CGAG ATG CGCGCT C ATG CC AAG T CGG TG AAC 

421 FGVSLEEVTPEMRAHAKSVN 



1321 TTCGGCATTGTTTATGGCATTAGTGATTTTGGTTTAGGCAGAGACTTAAAGATTCCCCGG 
441 FGIVYGISDFGLGRDLKIPR 



1381 
4 61 



G AGG TTG C CGGTAAGTAC ATT AAAAATTATTTTG C C AACT ATCC CAAAGTG CGGG AGT AT 
EVAGKYIKNYFANYPKVREY 



Figure 1C 

1441 CTCGATGAACTTGTCCGTACGGCAAGAGAAAAGGGATATGTGACCACTTTATTTGGGCGA 

481 L D E L VRTAREKGYVTTLFGR 

1501 AGACGCTATATTCCTGAGCTATCTTCAAAAAACCGCACGGTTCAGGGTTTTGGCGAAAGG 

501 RRYIPELSSKNRTVQGFGER 

1561 ACGGCCATGAATACTCCCCTTCAGGGCTCGGCTGCCGATATTATTAAGCTTGCAATGATT 

H 521 TAMNTPLQGSAADII KLAMI 

a 
a 

Sj 1621 AATGTAGAAAAAGAACTTAAAGCCCGTAAGCTTAAGTCCCGGCTCCTTCTTTCGGTGCAC 

Hi 541 NVEKELKARKLKSRLLLSVH 



SS3 



iff j 16 81 GATGAGTTAGTTTTAGAAGTGCCGGCGGAAGAGCTGGAAGAGGTAAAAGCGCTGGTAAAA 

3 561 DELVLEVPAEELEEVKALVK 

a 

ril 

C!l 1741 GGGGTTATGGAGTCGGTGGTTGAACTGAAAGTGCCTTTAATCGCTGAAGTTGGTGCAGGC 
^f] 581 GVMESVVELKVPLIAEVGAG 

fll 

1801 AAAAACTGGTATGAAGCGAAGTAA 

601 K N IV Y E A K * 
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1 ug 200 ng 100 ng 10 ng 



1 ng 10 pg 




Figure 4: 



Tth "one tube" AChy "one tube" 

M 1 0.1 10 1 100 10 1 1 0.1 10 1 100 10 1 



Hg ng ng pg pg pg |ig ng ng ng pg pg pg 




M 1 0.1 10 1 100 10 1 



fig Hg ng ng pg pg pg 
AChy "two tube" 



Fi gure 5: 
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ru 
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cn 
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M 500 100 50 10ng 5 1 500 10 M 
ng ng ng ng ng pg pg 
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